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PRI N D EONTEHEZ-80CITmA L2
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L7ce WTFNORHE S Kk 2a 50ul &L
7o FETEMANER L O~ A 7 o EEULEE T
1T, #EHZ)S U T UltraClean PCR Clean-up DNA
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GG-3), BXL TV 1IR(5-CAG CGC ACG GCG TTR
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1R ZR-2025
Buttiaurella  agrestis ICM 10907 + -
Citrobacter amalonaticus JCM 16617 + -
Citrobactar amalonaticus NBERC 13347 + +
Citrabacter braakit ATCC 43162 + -
Citrobacter  freundii NERC 13339 + -
Citrobacter  freundii NERC 13546 + -
Citrobacter  freundii NERC 16624 + -
Citrobacter  freundii NERC 13345 + +
Citrobacter  freundii NERC 13339 + -
Citrobacter  freundii TAM 124717 + -
Citrabacter koseri JCM 16587 + +
Cronobacter  sakazakii oM 12337 + +
Enterobacter  asrogemss NEERC 12010 + -
Enterobacter  asrogemss TAM 123487 + -
Enterobactsr  amnigenus M 12377 +
Enterobacter  cloacae subsp. cloacqae  NBRC 12037 + -
Enterobacter  cloacae subsp. cloacqe  NBRC 3320 + +
Enterobacter  cloacae subsp. cloacas  TAM 123407 + +
Enterobactsr  cloacas subsp. cloacas  NBRC 13336 - -
Erwinia aphidicola JCM 212387 + -
Escherichia coli NBRC 1022037 +
Escherichia  fergusonil NBRC 1024197 +
Escherichia vulneris JCM 16887 + -
Hafiia alvei JCM 16667 + -
Hafnia alvei NBRC 3731 + -
Klebsiella oxytoca ATCC 8724 + -
Klebsiella oxytoca ATCC 43086 + -
Klebsiella oxytoca ATCC 43163 + -
Klisbsiella oxyioca ATCC 700324 + -
Klisbsiella oxyioca ATCC 49131 + -
Klisbsiella oxyioca ATCC 43863 + -
Klisbsiella PHsumonias IAM 1063 + -
Klisbsiella PHsumonias NBERC 3318 + -
Klisbsiella PHsumonias NERC 3319 + -
Klisbsiella PHsumonias NBERC 3321 + +
Klisbsiella PHsumonias NBERC 3512 + -
Klisbsiella PHsumonias NEERC 12059 + -
Klisbsiella PHsumonias IAM 12351 + +
Klisbsiella PHsumonias NEERC 12059 - -
Ehpvera ascorbata 1AM 142037 + +
Kluyvera EFVOCFESCEMS oM 75807 + +
Kluyvera intermedia oM 12387 + +
Leclercia adscarboxylata ATCC 23216 + +
Loclsrcia adscarboxylata JCM 16677 + +
Leclercia adscarboxylata ATCC 700323 - -
Raocultslla ornithimolytica JCM 6096T + -
Raoultella planticola Jen 72517 +
Raoultella planticola NBRC 3317 + -
Rasultella terrigena JCM 16877 + -
Serratia Jfonticola oM 12427 + -
Serratia ligusfaciens JCM 12457 + -

PCR EMHZGOLN b D%+, oo lebdz—& L,
IAM: Institute of Applied Microbiology; JCM: Japan Collection of
Microorganisms; NBRC: NITE Biological Resource Center; ATCC:
American Type Culture Collection.
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PCRIETE
Klsbsiclla  pmsumonias TAM 1063 +
Klebsiella oxytoca ATCC 43086 +
Serratia ligusfaciens JCM 12457 +
Erwinia aphidicola JenM 212387 +
Citrobacter amalonaticus  NBRC 13547 +
Cirrobactar  freundif NBRC 13346 +
Enterobacter asrogenss NBRC 12010 +
Elyvera EPVOEPESCENs JCM 75807 +
Laclercia adzcarboxylata ATCC 23216 +
Raoultella  ornithinolvtica  JCM 60067 +
Raoultella  planticola JeM 72517 +
Ravultslla terrigena ICM 16877 -

3.3 EEMEDRE

7 A ~—1FR % A\ CKIFERE O E R PCR
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X7 AOBENEWVIEE, PCR BEEHRR X
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I 30 & 22 L7z,
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BARER Z LRSS, RIBEREZAML TW
NP 7L T PCR BEIEIIAR O S B D 72
W, BURTIT 1.6X10° cfulg 2AH TR E E 2 5
. B DOfEEROM B2 81 X 5w R
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PCR Base Line Subtracted CF RFU

3 BmRMEER

Z E. amnigenus % 1.6 < 10°cfu #$1,
Z E. amnigenus % 1.6 X 10° cfu i1,
Z E. amnigenus % 1.6 X 10" cfu i1,
Z E. amnigenus #®MN72 L,

N N— 7109
N —7 109
N —7 109
N N—7 109
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i O BRI DAFRUT 20 Sy REEE. &7 Al 10
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7o, M UBIZEMESNTIZZ LIl b,
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10° cfu/ml OFPHTHIUT, K THE TS,
ExHFILTE D,
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